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Identification of Swimming Bladder of Pseudosciaena crocea and Pseudosciaena polyactis and Their Adulte-
rants by Highly Specific PCR

YAN Ting"*, LI Na', JIA Jing-ming', HU Gao-sheng' (1.School of TCM, Shenyang Pharmaceutical University,
Shenyang 110016, China;2.School of Pharmacy, Liaoning Medical University, Liaoning Jinzhou 121001, Chi-
na)

ABSTRACT OBIJECTIVE: To develop PCR method for the identification of swimming bladder of Pseudosciaena crocea and
Pseudosciaena polyactis and their adulterants. METHODS: Based on the sequences of mitochondrial 12S rRNA gene of P. crocea
Fish-F1 and
FishX-R2) were designed for distinguishing P. crocea and P. polyactis respectively. The primers were amplified by PCR at different

and P. polyactis and 6 kinds of common adulterants, two pairs of highly specific primers (Fish-F1 and FishD-R1,

annealing temperatures to confirm specific reaction condition. RESULTS: 12S rRNA gene was pre-denatured for 5 min at 94 C;
12S rRNA gene was denatured for 30 s at 94 °C, and then renatured for 30 s at 60.4 °C, finally extended for 30 s at 72 °C, the tri-
al repeated for 30 cycles; a fragment about 670 bp was amplified only from swimming bladder of P. crocea but not from P. polyac-
tis or adulterants when 12S rRNA gene was amplified for 5 min at 72 “C. 12S rRNA gene was pre-denatured for 5 min at 94 °C;
12S rRNA gene was denatured for 30 s at 94 °C, and then renatured for 30 s at 64.8 °C, finally extended for 30 s at 72 °C, the tri-
al repeated for 30 cycles; a fragment about 670 bp was amplified only from swimming bladder of P. polyactis but not from P. poly-
actis or adulterants when amplified for 5 min at 72 °C. CONCLUSIONS: Designed specific primers are highly specific to swim-
ming bladder of P. crocea and P. polyactis. Established method is stable, simple, accurate, rapid and reproducible, and can be used
for the identification of P. crocea, P. polyactis and their adulterants.
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Fig 2 Agarose gel electrophoresis of PCR product using gen-
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M. DNA marker; 1. P. crocea; 2. P. polyactis; 3. Mylopharyngodon pi-
ceus; 4. Scomberomorus niphonius; 5. Cyprinus carpio; 6. Hypophthal-
michthys molitrix; 7. Ctenopharyngodon idellus; 8. Ctenopharyngodon
idellus
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Fig 3 Agarose gel electrophoresis of PCR product using spe-
cific primers Fish-F1 and FishD-R1 of swimming blad-
der of P. crocea
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M. DNA marker; 1. P. crocea; 2. P. polyactis; 3. Mylopharyngodon pi-
ceus; 4. Scomberomorus niphonius ;5. Cyprinus carpio;6. Hypophthalmi-
chthys molitrix; 7. Ctenopharyngodon idellus; 8. Ctenopharyngodon idel-
lus; 9. negative control
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