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Study on the Relationship of CYP2D6*10 Gene Polymorphism with Pharmacokinetics of Pantoprazole
HOU Da-ping, ZHANG Zhi-guo, SUN Shu-bo, WANG Jing, LEI Li-li (The First Affiliated Hospital of Jiamusi
University, Heilongjiang Jiamusi 154002, China)

ABSTRACT OBIJECTIVE: To study the pharmacokinetics of pantoprazole in healthy volunteers with different CYP2D6*10 geno-
types. METHODS: 24 healthy volunteers were divided into CC group, CT group and TT group; CYP2D6*10 genotype was ana-
lyzed with polymerase chain reaction-restriction fragment length polymorphism (PCR-RFLP). The subjects were given Pantoprazole
enteric-coated capsules (40 mg) orally, and then the blood concentration of pantoprazole was determined by HPLC. RESULTS:
Main pharmacokinetic parameters of CC group, CT group and TT group were as follows: #,, were (1.78 £0.34) h, (1.51£0.64) h
and (2.05+0.37) h; cue were (3.20+0.82) mg/L, (3.29+0.74)mg/L and(3.13 +0.79) mg/L; AUC,- ., were (11.18 £3.94)mg-h/
L, (11.37+4.66) mg-h/L and (14.31 £4.77) mg-h/L, respectively. After ¢-test, there were no statistical significance in differences
of ti2, Cmwx and AUCy-2, among three genotypes (P>0.05). CONCLUSIONS: The individual pharmacokinetics differences of pan-

toprazole may not be related to CYP2D6*10 genotypes.
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Fig3 Typical chromatograms
A. plasma with sample; B. blank plasma; C. plasma of subjects after tak-
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oral administration
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Determination of the Blood Concentration of Mycophenolate Mofetil in Lupus Nephritis Patients by HPLC
XU Yi"*,CHEN Xian®,ZHOU Lei’, YUAN Heng-jie’, LI Zheng-xiang’, GONG Lu’, LOU Jian-shi'( 1. Basic Medical
College, Tianjin Medical University, Tianjin 300071, China; 2. General Hospital of Tianjin Medical University,
Tianjin 300052, China)

ABSTRACT OBJECTIVE: To determine the blood concentration of mycophenolate mofetil (MMF) in the lupus nephritis (LN) pa-
tients. METHODS : HPLC was used for determining MMF metabolite mycophenolic acid (MPA ) after blood sample of LN patients trated.
SGE Protecol Cjs column was used with mobile phase consisted of methanol-acetonitrile- 0.01% phosphoric acid (23:37:40, V/V/V) at the
flow rate of 1.0 ml/min. The detection wavelength was set at 216 nm, and injection volume was 20 pl. The column temperature was 30 °C.
RESULTS: The linear range of MPA was 0.125-10 mg/L (#=0.999 9) with method recovery of 98.67%-104.31% and extraction recovery
of 83.43% -97.54% . The extraction recovery of internal standard (nimesulide) was 79.35% . RSDs of inter-day and intra-day were
2.6%-1.7% and 2.3% -8.5% , respectively. CONCLUSIONS: The method is simple and accurate, and can be used for blood concentra-
tions monitoring of MPA in LN patients after taking MMF.

KEY WORDS Mycophenolate mofetil; HPLC; Lupus nephropathy; Mycophenolic acid
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