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Analysis of the Distribution and Drug Resistance of Pathogens in Blood Cultures of Our Hospital from
2009 to 2012

DUAN Yan-yan, PEI Bao-fang, CAO Song-shan, CHEN Hai-yan, LI Yan, MA Rui-juan, HUANG Wei(Zhengzhou
Children’s Hospital, Zhengzhou 450053, China)

ABSTRACT OBIJECTIVE: To investigate the distribution and drug resistance of pathogens from positive blood culture in our hos-
pital in order to guide clinical rational use of drugs. METHODS: By using retrospective analysis method, the distribution, composi-
tion and drug resistance of pathogens from positive blood culture were summarized statistically in our hospital from 2009 to 2012.
RESULTS: Among 1 128 strains of isolated pathogens, Gram-positive bacteria accounted for 79.52% , Gram-negative bacteria ac-
counted for 18.71% and fungi accounted for 1.77%. Top 3 pathogens were Staphylococcus epidermidis(42.64% ) , Staphylococcus
haemolyticus (13.21% ) , Klebsiella pneumoniae (6.56% ) .

were highly sensitive to vancomycin and linezolid, and no drug-resistant strain was found. Gram-negative bacteria strains were the

Results from the sensitivity test confirmed that Gram-positive bacteria

least resistant to imipenem, followed by amikacin. CONCLUSIONS: The drug resistance of pathogens from positive blood culture is
serious. It is suggested that antibacterial agents be used rationally so as to enhance clinical therapeutic efficacy.
KEY WORDS Blood culture; Pathogens ; Antibacterial agents; Analysis of drug resistance
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Tab 1 Distribution of top 5 pathogens in the main depart-

ments ( strain)
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Tab 2 Distribution and constitution ratio of 1 128 strains of
pathogens|[strain (%) |

PR 20094F(n=337) 20104F-(n=254) 2011 4E:(n=254) 20124 (n=283)
A IR 274(81.31) 189(74.41) 194(76.38) 240(84.81)
HEHAER 232(68.84) 128(50.39) 137(53.94) 216(76.33)
REAPE R 159(47.18) 83(32.68) 88(34.65) 151(53.36)
AR 56(16.62) 35(13.78) 31(12.20) 27(9.54)
TGl 17(5.04) 9(3.54) 10(3.94) 14(4.95)
HA kA 0(0) 1(0.39) 8(3.15) 24(8.48)
FERRIAIR 22(6.53) 38(14.96) 39(15.35) 10(3.53)
AR 17(5.04) 32(12.60) 21(8.27) 0(0)
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Tab 3 Drug resistance rates of top 3 Gram-positive bacteria
from 2009 to 2012
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AR AR Bk A ERR T
HEHR 50.32%(237/471) 69.23%(99/143) 11.119%(4/36)
ARSI 51.67%(170/329) 64.75%(79/122) 13.89%(5/36)
LTI 6.709%(27/403) 4.03%(5/124) 0(0/17)
kAR 11.89%(56/471) 7.69%(11/143) 2.78%(1/36)
SkAnksE 9.98% (47/471) 13.22%(16/121) 2.86%(2/70)
DL 7.529%(24/319) 1.72%(2/116) 0(0/70)
Skt 7.57%(19/251) 0(0/97) 0(0/19)
Pl 7.529%(24/319) 1.72%(2/116) 0(0/70)
SRR /APESE 21.88%(72/329) 16.39%(20/122)
HE 53.04%(122/230) 83.33%(25/30) 5.88%(3/51)
nHER 61.54% (248/403) 88.24%(90/102) 94.129%(16/17)
FEE 0(0/393) 0(0/96) 0(0/19)
T ek 4.74%(11/232) 6.67%(2/30) 0(0/53)
NS 2.509%(6/240) 11.11%(4/36) 0(0/21)
FlZmeie 0(0/253) 0(0/32) 0(0/17)
PREZ 17.39% (40/230) 80.00% (24/30) 5.66%(3/53)
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note : “~—"indicates that the pathogen was not involved in suscepti-

bility test
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Tab 4 Drug resistance rates of top 3 Gram-negative bacte-
ria from 2009 to 2012

Sns A ﬁu‘ﬁﬁ%(ﬂﬁﬂﬁ%ﬁﬂ&/g%m&) A

] iR s A PN HE i

WR LG /Al 2 3 17.65%(6/34) 20.00%(4/20) 16.67%(1/6)

kAR 84.74%(50/59) 80.30% (53/66) -

P USE 66.22%(49/74) 51.52%(34/66) -

P utfild 28.38%(21/74) 25.58%(11/43) 12.50%(1/8)

A 33.78%(25/74) 33.33%(22/66) 35.71%(5/14)

Pl 29.73%(22/74) 32.56%(14/43) 37.50%(3/8)

kA 17.579%(13/74) 23.33%(14/60) 0(0/2)

Sk URRR /47 L 15.79%(6/38) 19.30%(11/57) 16.67%(2/12)

e 0(0/38) 0(0/30) 46.15%(6/13)

FHIAE 120%(1/83) 49.06%(26/53) 000/6)

PR 20.75%(11/53) 5.66%(3/53) 000/12)

BREZR 77.03%(57/74) 58.14%(25/43) 50.00%(3/6)
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note : “~"indicates that the pathogen was not involved in susceptibil-
ity test
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