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Effect of Shenfu Injection on the Expression Profile of Myocardial miRNA in Rats with Chronic Conges-
tive Heart Failure

SHI Yang"*?, FAN Guanwei”’(1.Dept. of Pharmacy, Karamay Municipal' Peoples’ Hospital, Xinjiang Karamay
834000, China;Z2.Tianjin State Key Laboratory of Medern Chinese”Medicine/Breeding Base, State Key Laborato-
ry/Research Institute of TCM for Tianjin University of“TCM, Tianjin 300193, China; 3.Key Laboratory of Phar-
macology of Traditional Chinése-Medical Formulae, Tianjin University of TCM, Ministry of Education, Tianjin
300193, China)

ABSTRACT | OBJECTIVE: To study the effect of Shenfu injection (SFI) on the expression profile of myocardial miRNA in rats
with'\chronic congestive heart failure (referring to heart failure). METHODS: 40 rats were randomly divided into sham operation
group (normal saline, ip), model group (normal saline, ip), valsartan group (positive control, 10 mg/kg, ig) and SFI group
(0.75 mL/kg, im), 10 in each group. Except for sham operation group, another groups were reduced heart failure. After modeling,
rats in other groups received related medicines, once a day. Affymetrix miRNA V4.0 chip technology was conducted to analyze the
miRNA expression in myocardial tissue of rats with heart failure after administration for 28 d, and screen the miRNA on common
differential expression in myocardial tissue of rats in each group. The miRNA associated with heart failure was analyzed by thresh-
old of differential gene expression multiple value greater than or equal to 1.1. Gene Ontology (GO) analysis was used to analyze
functional classification and biological signaling pathway of differentially expressed genes. RESULTS: There were totally 29 miR-
NAs on common differential expression and 7 miRNAs associated with heart failure (rno-miR-30c-1-3p, rno-miR-125b-5p,
rno-miR-133a-5p, rno-miR-199a-5p, rno-miR-221-3p, rno-miR-146a-5p and rno-miR-1-3p). SFI can significantly downregulate the
expressions of rno-miR-125b-5p, rno-miR-133a-5p, rmo-miR-221-3p, rno-miR-1-3p in myocardial tissue of rats (P<<0.05 or P<<
0.01). Results of GO analysis showed, miRNAs on differential expression were mainly related to signal transduction, cytoplasm
and nucleotide binding. CONCLUSIONS: SFI plays the role of anti-heart failure by participating in the downregulation of miRNAs
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Tab 1 Results of expression differences of 7 miRNAs
associated with heart failure

miRNA 47 TRFARAL vs. R TR vs. VIR TRALA vs. SFI4
mo-miR-30c-1-3p +2.098 -2.063 -2268
mo-miR-125b-5p +1.185 -1.207 -1.156
mo-miR-133a-5p +2.588 -4.034 -2.119
mo-miR-19%-5p +4.231 -4.257 -2.851
mo-miR-221-3p +2.343 -2.758 -1.775
mo-miR-146a-5p +1.273 -1.330 -1.126
mo-miR-1-3p +1.126 -1.208 -1.134

TSR L 2R R B 4T miRNA 22 S

Note: “+” means upregulation, “—" means downregulation, the

number means differential multiple of miRNA
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Effect of Cyslosorus acuminatus Flavonone Glycoside on Kidney Epithelial-mesenchymal Transition in Rats
with Diabetic Kidney Disease

XIONG Jiajun', CHEN Jinglou®, SONG Hongping’ (1.College of Pharihacy, Hubei University of Chinese Medi-
cine, Wuhan 430065, China; 2.Dept. of Pharmacy, Pu’ai=HoOspital Affiliated to Tongji Medical College, Hua-
zhong University of Science and Technology, Wuhan 430083, China)

ABSTRACT OBIJECTIVE: To investigate the éffect of Cyslosorus acuminatus flavonone glycoside (CAF) on kidney epitheli-
al-mesenchymal transition (EMT)"in rats with diabetic kidney disease (DKD). METHODS: Rats were randomly divided into nor-

[18] van Rooij E, Sutherland LB, Liu N, et al. A signature pat- AU AR 2R, 2014.
tern of stress- responsive microRNAs that can evoke cardi- [22] Zhong H, Wang HR, Yang S, et al. Targeting Smad4 links
ac hypertrophy and heart failure[J]. Proc Natl Acad Sci microRNA-146a to the TGF-beta pathway during retinoid
USA,2006,103(48) : 18255-18260. acid induction in acute promyelocytic leukemia cell line
[19] da Costa Martins PA , Bourajjaj M, Gladka M, et a/. Condi- [1]. Int J Hematol ,2010,92(1) :129-135.
tional dicer gene deletion in the postnatal myocardium [23] Shan ZX,Lin QX, Deng CY, et al. Mir-1/mir-206 regulate
provokes spontaneous cardiac remodeling[J]. Circulation, hsp60 expression contributing to glucose-mediated apopto-
2008,118(15):1567-1576. sis in cardiomyocytes[J]. FEBS Lett, 2010, 584 (16) :
[20] HanlJ,Lee Y, Yeom KH, et al. Molecular basis for the rec- 3592-3600.
ognition of primary micro RNAs by the Drosha-DGCRS8 [24] Xu CQ, Lu YJ, Pan ZW, et al. The muscle-specific mi-
complex[J]. Cell,2006,125(5) :887-901. croRNAs mir-1 and mir-133 produce opposing effects on
[21] 75 B, microRNA & & #& st L& # 698 4248 A [D]. 4k apoptosis by targeting hsp60, hsp70 and caspase-9 in car-
A AT H LA T RHIFRE 4 (No.WI2017TM189) s 57X diomyocytes[J]. J Cell Sci,2007,120(Pt17) :3045-3052.
TR AR 037 B (No.2015071704011629) [25] Tang YH, Zheng JY, Sun Y, et al. Microrna-1 regulates
S B BESTAE L BRST T - 25 R R AR RS L . cardiomyocyte apoptosis by targeting bcl-2[J]. Int Heart
027-68831991, E-mail:shanghuchuan@126.com J,2009,50(3):377-387.
#EAR R R, P . BT 16 DR B R 2 (Micks H J99:2016-12-01  f&fal H 4 2017-05-12)
5% HLi%:027-68831991. E-mail:jinglouchen@126.com (€LY /D)

- 3052 - China Pharmacy 2017 Vol. 28 No. 22 thEZ P 2017 45 28 4555 22 1





