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Patients: A Meta-analysis

WU Chengfeng', SHEN Wen®, CHEN,, L4 @U/Yao ZHOU Na*, WANG Dan”(1. Dept. of Anesthesiology,
Yancheng City No.l People; W1 | ngsu Yancheng 224005, China; 2. Dept. of Pain, the Affiliated
Hospital of Xuzho d al‘ wérsity, Jiangsu Xuzhou 221002, China)

TIVE: To evaluate the effects of ABCB1 gene C3435T polymorphism on dose and analgesics sensitivity of
opioids W sufgery patients, and to provide evidence-based reference for clinic. METHODS: Retrieved from Embase, PubMed,
Cochrane Library, CJFD, VIP and Wanfang database, retrospective studies on the relationship of ABCB1 gene C3435T
polymorphism with the amount of opioids and VAS scores were collected. After data extraction and quality evaluation according to
Newcastle-Ottawa scale, Meta-analysis was conducted by using Rev Man 5.0 statistical software. RESULTS: A total of 16 studies
were included, involving 2 885 patients. According to ABCB1 C3435T genotype detection, there were wild homozygous genotype
(CC), mutation heterozygous genotype (CT) and mutation homozygous genotype (TT). Results of Meta-analysis of ABCB1 gene
C3435T site genetic model showed there was no statistical significance in 24 h amount of opioids or 24 h VAS scores after surgery
between CC genotype and CT+ TT genotype, between CC+ CT genotype and TT genotype, between CC genotype and CT
genotype, between CC genotype and TT genotype, between CC+TT genotype and CT genotype, between C allele and T allele (P>
0.05). The subgroup analysis was conducted according to race of research object. Results of subgroup analysis showed that there

was no statistical significance in 24 h amount of opioids
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among different genotypes of Asian population, non-Asian
population (P>0.05). Subgroup analysis of the surgical types
showed there was statistical significance in 24 h amount of

opioids after surgery in patients with non-gynecological
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CT genotype, between CC genotype and TT genotype, between C allele and T allele [SMD were 0.32, 0.35, 0.24, 0.45, 0.26,
95% CI were (0.03,0.61),(0,0.70), (0.02,0.46) , (0.02,0.88),(0.01,0.51), P<<0.05]. There was no statistical significance in 24 h
amount of opioids after surgery among other different genotypes of patients with gynecological surgery and those with
non-gynecological surgery (P>0.05). CONCLUSIONS: ABCB1 gene C3435T polymorphism may be not associated with 24 h VAS

scores after surgery, but 24 h amount of opioids after surgery in T allele carriers with non-gynecological surgery may be decreased.

Its polymorphism can be used as prediction index of the amount of opioids in this type patients after surgery.
KEYWORDS Postoperative pain; ABCB1 gene; C3435T; Single nucleotide polymorphism; Meta-analysis; Opioids; Amount;

VAS score; Race; Surgery type
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Tab 2 Subgroup analysis of ABCB1 gene C3435T polymorphism and 24 h amount of opioids in patients with dif-
ferent races after surgery (other 4 genetic models)
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Inverted funnel plots of 24 h amount of opioids and 24 h VAS scores after surgery
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ABSTRACT OBJECTIVE: To proVi ev1dence for health policy decision and clinical practice by systematically

evaluating efficacy, safety ﬁ 1ency and applicability of Bromfenac (BRO) sodium ophthalmic solution in the
tiog

THODS: Retrieved from PubMed, Embase, The Cochrane Library, CNKI, Wanfang Data, VIP

and heal sessment (HTA) organization websites, HTA report, systematic reviews (SR), randomized controlled

treatment of ocular i
trials and pharmacoeconomic studies about inclusion of BRO sodium ophthalmic solution in contrast with placebo, steroids,
and the other NSAIDs for ocular inflammation were included. The data extraction and quality evaluation were conducted by using
Cochrane systematic evaluator Rev Man 5.1.0. Meta-analysis was conducted in RCT documents, and Rev Man 5.3 was used for

Meta analysis, while other studies were analyzed with descriptive analysis qualitatively. Its economy was analyzed by minimum cost
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