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Meta-analysis of the Correlation between CYP345 6986A>G Gene Polymorphism and Blood
Concentration of Cyclosporine A in Chinese Renal Transplantation Recipients

PENG Ying, ZHANG Jun, LIU Ruming, WANG Xi, HUANG Hua, WANG Jingjing, YAO Qin, LI Qian(Dept. of
Clinical Pharmacy, the First Affiliated Hospital of Kunming Medical University, Kunming 650032, China)

ABSTRACT OBJECTIVE: To systematically evaluate the correlation between CYP345 6986A>G gene polymorphism and blood
concentration of Cyclosporine A (CsA) in Chinese renal transplant recipients. METHODS: Retrieved from Cochrane Library,
PubMed, Embase, CBM, CNKI, VIP and Wanfang database, case-control or cohort studies about Chinese patients receiving CsA
immunosuppressive therapy and blood concentration monitoring after kidney transplantation were collected. After literature screening
and data extracting, the quality of literature was evaluated with Newcastle Ottawa scale, and Meta-analysis was performed by using
Rev Man 5.3 software. RESULTS: Eight literatures with a total of 890 patients were involved in cohort study. Meta-analysis
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3 genotype [MD=—6.04,95% CI(—8.99, —3.09) , P<<0.000 1]. The subgroup analysis showed that Co//D of CsA in CYP345%1/*3
genotype was significantly lower than CYP345*3/*3 genotype when test time <1 month after renal transplant [MD= —6.94,95%CI
(—10.21, —3.68),P<<0.000 1]. Co/D of CsA in CYP345*1/*1 genotype was significantly lower than CYP3A45%*3/*3 genotype
[MD=—12.64,95% CI(—21.09, —4.20) , P=0.003]. The subgroup analysis showed that C/D of CsA in CYP345%*1/*1 genotype
was significantly lower than CYP345%*3/*3 genotype when test time <1 month after renal transplant [MD=—16.69, 95% CI
(—24.03, —9.36) , P<<0.000 01] and >1-<<6 months after renal transplant [MD=—16.78,95% CI( —28.63, —4.93) , P=0.006].
There was no statistical significance in CsA of peak concentration after dose correction between CYP345*1/*1 genotype and
CYP3A45%*1/*3 genotype, CYP3A45*1/*3 genotype and CYP345*3/*3 genotype, CYP345*1/*1 genotype and CYP3A45%*3/*3 genotype.
CONCLUSIONS: CYP345 6986A>G gene polymorphism is associated with Ci/D of CsA in Chinese renal transplantation
recipients. The sequence of Ci/D when test time <1 month after renal transplantation is as follows as CYP345*1/*1 genotype<<
CYP3A45%*1/*%3 genotype<<CYP3A45*3/*3 genotype; during>>1-<<6 months after renal transplantation, Co/D of CsA in CYP345*1/*1

genotype<<CYP3A45*1/*3 genotype and CYP345*1/*1 genotype<<CYP3A45*3/*3 genotype.
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