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 E B RHLA-DPEE % 515 AAMN £mEHCV) B XA E7 LA R EGMAEN, F ik RR2013455 4 —
2017 48 A T &34 69 HCV ik &4 106 4, B A B ¥ 4% 7 #4148 B e ] & B3 AL T F a(PEG IFNa)+#] & 3 4 (RBV)
WRAEEIT T HE B AN 24 A T, LR KR E HCV-RNA A £ KP4 — A 504, 5 % A Tagman-MGB 5 B35
AR E B R A B B sk He i 2t HLA-DP 3k B 1s3077 .1s2395309 4% & 69 A . ARIEEF Al EE s AR L REF E LA
(SVR)F k4§ 4 g 2 5 o 2 4L(N-SVR) , 5K Logistic ®1 )2 A st% v HCV & Fk 308 77 S J8 B A 948 5% B & (R R SR8 1k
R34 HCV-RNA A ZK-FAREE S AW HAIT LR ER S HEZ M, 471064 B4+ ,rs3077 42,4 CC.CT. TT B 41 %
2% % 40.6% .35.8% .23.6% , 12395309 4% & GG .GA \AA B9 & 55 4 50.0% ,39.6% .10.4% , ¥ 4 &~ Hardy-Weinberg i 4% - #7
(P>0.05), SVR#A %% 804],N-SVR 48 % % 26 4] ; SVR 0 & 89 445 rs3077 4% & CT . TT A A & 152395309 4% & GA . AA 7 1o 45
¥ 2 ZK T N-SVR 41, 153077 4% % CC A YA & 152395309 4% % GG A 1o 3% 2. % 5 T N-SVR £L(P<<0.05) ; 7o #3280 B 69 P 3 AR R
T34 HCV-RNA &K Frbdi, £ F ARG FEL(P>005), PEE . SHE LRI T, EHBAN KRB,
HCV-RNA J £ K -F ,1s3077 4,5 CC & 152395309 15.,% GG A 5 H 3055 A 76 J7 8 B 4 R 2 #48 % (P>0.05) , f - 1s3077 4%
& CT Ao TT A (152395309 1% % GA o AA A 5 JL 30 9% 45 76 7 S J2 B & 2 A48 X LAk (OR) 4 %) 4 1.135.1.766,1.283,1.218,
1.103,95% & 42 K & (CT) 4 %) 4 (1.017,1.267) . (1.007,3.100) . (1.038,1.585) . (1.011,1.467) ,(1.038,1.172) ,P<<0.05]. 458
VAR HLA-DP 2 B rs3077 152395309 1% & % A 55 HCV iXs% % # PEG IFNa+RBV 4% 74 7 98 5 AR % | 3 P AKSS & 5 TRk 3R
R B TR ST A F i T A R A5 R 4 0 T 58 545 B ARG B00m a8 S o R A5

EBEIA RANT KR A Uk HLA-DP A R A % A M 13077 ;152395309 ; H0% 298 7 S 98 1 4 A0 4 M
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Correlation Analysis of HLA-DP Gene Polymorphisms with Immune Response to Antiviral Treatment for
HCYV Patients

SHI Han, LI Yanfang, YUAN Yuan, JIA Zhihua, JI Fengbing (Dept. of Infectious Diseases, the First Affiliated
Hospital of Chengdu Medical College, Chengdu 610500, China)

ABSTRACT OBIJECTIVE: To study the correlation of HLA-DP gene polymorphisms with the immune response to antiviral
treatment for hepatitis C virus (HCV) patients. METHODS: A total of 106 HCV Han-nationality patients were collected from our
hospital during May 2013 to Aug 2017. All patients received PEG IFN o +ribavirin (RBV) for 48 weeks, and then 24 week
follow-up after drug withdrawal. Age, body weight and baseline level of HCV-RNA were recorded. The typing of rs3077 and
152395309 site of HLA-DP gene were detected by RT-qPCR with Tagman-MGB fluorescent probe. According to treatment outcome,
the patients were divided into two groups such as sustained viral response (SVR) group and no-sustained viral response (N-SVR)
group. Univariate and multivariate analysis were performed for influential factors (gender, age, body weight index, HCV-RNA
baseline level, gene polymorphisms) of immune response to antiviral treatment for HCV patients with Logistic regression model.
RESULTS: Among 106 patients, the frequencies of CC, CT and TT genotype at rs3077 site were 40.6% , 35.8% and 23.6% ;
those of GG, GA and AA genotype at rs2395309 site were 50.0% , 39.6% , 10.4% , respectively, which were in line with
Hardy-Weinberg genetic balance (P>>0.05). Totally 80 HCV patients were obtained in SVR group, and 26 HCV patients in N-SVR
group. The patient’s age, the proportion of CT and TT genotype of rs3077 site and GA and AA genotype of 152395309 site in SVR
group were significantly lower than N-SVR group. The proportion of CC genotype at rs3077 site and GG genotype at rs2395309
site were significantly higher than N-SVR group (P<C0.05). There was no statistical significance in gender, body weight index or
HCV-RNA baseline level between 2 groups (P>0.05). Univariate and multivariate analysis showed that gender, body mass index,
HCV-RNA baseline level, CC genotype at rs3077 site and GG genotype at rs2395309 site were not related to the immune response
to antiviral treatment (P>0.05). Age, CT and TT genotype at rs3077 site, GA and AA genotype at rs2395309 site were associated
with the immune response to antiviral therapy [OR were 1.135, 1.766, 1.283, 1.218, 1.103, 95%CI were (1.017,1.267), (1.007,
3.100), (1.038,1.585), (1.011,1.467), (1.038,1.172), respectively, P<<0.05]. CONCLUSIONS: Age and the polymorphisms of
HLA-DP gene at rs3077 and rs2395309 site are related to immune response to PEG IFNa+RBV antiviral treatment for HCV
Han-nationality patients. Young patients may have higher antiviral immune response rate, while carriers with T and A mutation
alleles may have lower antiviral immune response rate.

KEYWORDS Hepatitis C virus; Han nationality; HLA-DP gene; Gene polymorphisms; rs3077; rs2395309; Antiviral treatment

immune response; Correlation

PN UJTF 98 7 7 (Hepatitis C virus, HCV) 2L . BnifiE: (ORGSR T B i 15 e (2015 45 BB R )2

JF i (HCC) R HE Y £ 20 R . Ha5tit, 2015
SERERAA-ET NG HCV , Horp 8 [ R R ) ke
e, BHAT, RO AT R o(PEG IFNo) KA
FIEF M (RBV) Z1697 HCV BRYL 1 B 1E /7222, 4R,
TR R SE N 22 57 IR AL B AR s AL 25 R 55
K2R O #2 32 PUR B IR T I RS TCIR AR R 2
BN (SVROY, A 5T il , 345 4o s 2 R 8 (4n
IL-28B A 1512979860 117 & CC %! | rs8099917 437 5 TT
A B A TE 2 BUR RHRY T HAT S HOV B FRR,
HEA R RIS 5 1 SVRY, [l TAEAF5T 48 Y, HLA-
DP RN Z50E 5 HOV B K 8 A B UIAHOE .
b — L HCV IIRIT B SR AR R G T T
HCV B4 HLA-DP JE R 2 350 5 AU 816 97 S 5 L
SRR DG , LA HOV RS I P R it 2 2% |
1 #EREAZE
1.1 RIS

PEEL 2013 4F 5 H —2017 4F 8 A TR B2 4%
PEG IFNa+RBV #2516 7 I HCV 35 106 7l . 24 A

HEZED; 201945 30 5 22 1

Wk HCV (99015 F 3% 5 (2)HCV-RNA (B 73 ) =3
loglU/mL; (3)Ilff AR 0 Wk e 4% o HEBRARE : (1) 4R 4
WL L (2) B I T F R B (HBV) A2
JEE BB A (HIV) S  (3) Hfth AL By 5 (4)
H B e PR s s (5) RS M /5 (6) 1% K g
5 1 B FR A () TN R i 5 (8) R A A 1A -
5 (9) LI R 5 (10)YAYT HIRLZH L <<1.0x10° L',
ML/ <50x10° L™ M1 8 1 <80 g/L & ; (1) & EH
T2 R AR # 5 (12) FIhREA 2 . ARH5T
T7 R4 LB BE 2E AR TS D1 23 WOAZHEME , AT R 4% AR
R ANE HAE TN FE . 0T B8 AR
A — M GER CAn 1) AFIS AR R A ) A R BER (A JE
RPN IR BRI S )

1.2 WRAE

L2.1 R TAEREMEZROCETINR
o-2a 7 &F W (Fi 1 Roche Registration Ltd., 7 HHIE S -
S20120049, KL% : 180 ng/0.5 mL) 180 pg/¥k , & 11K,
B RS, IR AR O R AR 2 R R A

China Pharmacy 2019 Vol. 30 No. 22 - 3113 -



Jdk 0.5%10°~0.75%x10° LB}, 1% 2 FH 5 f4 & 135 5% 90
wg/UK B TR 2 B TR A M R T R BT
0.5%10° LB}, (2 FH% 25 1~2 Ik, 1A F 4l )k
2 A 4 7 R TR IR SRR S 2 B T AR ) TR PR
H) L HEUESC S 1 2 7E S S20050047 , #LkE < 18 000 000
U (300 pg)/52]1100 pg/m’, & H 1K, B2 T 5, B
PRI 2 0.75x10° L™ J5 Fdke: TR RIRIT . fElt3E
fitlh b, T B Y O R EL 5 Mk R (2 SR R 2000
A PR\ i S0« [ 24 7 H20056469 , A% : 50
mg)400 mg, & H 29K, Frf & ¥ESLRYT 48 )1, I
T2 ez I 24 R

1.2.2  [fE HCV HUR LB sl il 403 FiR)7
B RIT TR BIRIT 45 A E 24 RN (RDZE 0.4,12.,24 .48 .72
J& R ) bR 1 #bKai 5 mL, LA 3 000 r/min 5.0 10
min, ;& MG, BT —70 CHRA, 25 M F FERBE s
W2 5632 LA WM 1000 74 P 3 A g8 A A (At 5t v po s ok
BFH AT BN 5] AGIN £ 35 1L HOV HUiA s i 2O E 4!
7 LA T900HT 7Y 5 vf o4 ¥ 5 1 3R A il £k J2 i (PCR) Y
(£ E ABIZAH], T [F]) & &I HCV-RNA K- BT H
HCV HUAR IR 7] &  HCV-RNA K62 51 2 43 591 th At
N 8 J5 A W AR AT BRI 26 A IR A BR S
PRAE, A i BRI B A

1.2.3  HLA-DPJEH 43 HIRGM R Tagman-MGB %t
At 52t E B PCR ¥ DL 7900HT AU 52 I 9% % % & PCR
UK HLA-DP £ H rs3077 1 1s2395309 M7 s (1Y 43 U
PEAT Y1 BREF RS 7 s g 1R (R, “FAM”
“HEX" 43 5120 6-32 HE 2 3 Al /S @l-6-H DO RS
5" Ui YL, “MGB™ A/ INAZE A HRET 37 v SR K Ik
A1, “P-G/A/C/T” R W FRALAIIEXT ) o S A4 3R (VAR
5 L) : 2xPCR MaterMix 2.5 pL, 10 ng/uL DNA i 4z 1
uL, 20 pmol/uL | . Fi#5 1445 0.225 uL, 10 pmol/pL £
£10.125 pL, i ddH.O I E 5 pL. S W 4544 : 95 CHiAg
P 2 min, 95 CAEE 15 5,60 CiB K 60 s,72 CHEH140 s,
F40 NMIEHR ;72 CFEFEEMP 5 min, 32 F 7900HT K 52 i
EEAE B PCRAVFIRI A SDS 2.3 B % § 4 it 4743
Mro MHEDEEAE S E IE R R, 24454 FAM 5 HEX #Y
REF 5 I 31 B AR, FAM 8% HEX [ %¢ % 35 A 9k i
B AR 2 2O, o FAM O R 53R & C.
G NI HEX %A 53R & A TS SR, 24U
A FAM {5 51 R £ 447 CC 8 GG 24/ HEX 5 5
i ARRAA T AA S TT; 24 FAM A HEX [55-5 [R] e 48 5%
B, R4 A T CTH GA.

1.2.4  HABFEPR 300 F50.4.12.24 .48 72 JE X B H
I H B 003 U SR AL D 68 | Y HG B P S5 52 08
AR T

125 JPEOFEAh (D PER#2# N (RVR) :1RY7 4
N, ARG £ HCV-RNA; (2) R #8240 & (EVR) 1 A
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&1 MGBiR$TH PCR5|HF5
Tab 1 Sequence of MGB probe and PCR primer
figs MGBHEH Elk)

3077 P-C: FAM-AAACTACCCCAGTGGC-MGB  Liif: §'-TCAGCTTTTCTTCTCACTTCA-
GTG-3'

P-T: HEX-AAACTACTCCAGTGGCT-MGB  Fiif: 5'-GAGCTTGAAGGGTCAGCAATT-
c3

12395309 P-G: AM-CAGATAGTTGTAAGTGA-GATG- L:iif: §'-GGTCTTATCCAGTTGGTGGTC-
MGB AAY

P-A: EX-CAGATAGTTATAAGTGA-GATGG- i 5'-AGAGGGCTATGGGAAGAGAAT-
MGB GA-3'

7 12 JEIE , HCV-RNA 7K T 5 AR (3 TogIU/mL,
I SRR 2 B LA L 5 (3) IR 97 45 A AR
(ETVR) : V&I 45 R , HCV-RNA 7K PG T Fe A AG I FR 5
(4)SVR:JAIT 45 R Z [ty 24 FI N , HCV-RNA /K T
AR BR 5 (5) & & (Relapse) : 5 ETVR, {H {5 24 J5
HCV-RNA # >A BH A% 5 (6) JC W% (NR) : Jo EVR \ET-
VR; (7) RFFE A (N-SVR) 52 & FINR Ge i
JIN-SVR", MR 4 Js (RIAR YR Bl s 57 550 7 H
FH4r N SVRALFIN-SVR 41,
1.2.6  SiiteFdsy: SR SPSS 19.0 Bt 5t k4145
o3 #r . R FH K656 54T Hardy-Weinberg it £4 1 1 46
5o THETORHAGIE sl 3 3R , 4] LLABCR e e 5 11
R Y + s R, AR ELBCR AL /K . SR Lo-
gistic [A] AR R X 52 1) £8P0 BEIR YT G5 IO 220 i AH DG
KRS T R R M Z R T, P<0.05 FK/R2EFA45E
EI-3'S
2 R
2.1 BEMER

106 5] 8 3 4 JCPNI 58, Horb 53 1 62 f51) 2otk 44 41,
YA Y (42,33 + 14.51) %, SF PR i & 45 0 (BMD
(23.00 + 2.23) kg/m’, HCV-RNA H:£k /K F (5.56 + 0.93)
loglU/mL,
2.2 3 Hardy-Weinberg &£ L& IG 45 R

HLA-DP JE[H 1s3077 . rs2395309 37 i 5t PR R 45 2 1y
WS 5 IS W) A R4, 4 ¥4 4 Hardy-Wein-
berg it & -1 (P>0.05) , & B T e kEA HoA AREAC R
PE L 2,
#F2 HLA-DPERE rs3077.rs2395309 L R EFHE 57

[%1(%) ]
Tab 2 Genotype distribution of HLA-DP gene at
rs3077 and rs2395309 sites [case( %) |
R

P | «’
i i Wil W 4 ’
153077 cC 43(406) 363(342) 0.191 0.908
CT 38(35.8) 514(48.5)
T 25(23.6) 183(17.3)
12395309 GG 53(50.0) 516(48.7) 3677 0.159
GA 42(396) 447(422)
AA 11(104) 9.7(9.1)
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2.3 SVRFAN-SVRABEERAR LEER

106 {5l HCV & 58 1 1 48 JE M HTs B8 1A )T AR
I7 5 R A 24 JE A BE T, L AT 80 9] A 3RS SVR (B
SVR 4 ), 26 {5l 8 & KRS SVR(EIN-SVR 41 ), FELk ¥
B EER B AL ECE 191 51 . BMIL HCV-RNA
LK 2R TG 1242 L (P>0.05) ;11 SVR 41 /2 &

B AR I B K T N-SVR 4, H 41 & HLA-DP K:[X
1rs3077 .rs2395309 v/ pi, 45k [ 78 (83 LY 9] 22 R4 it
27 X (P<<0.05), Hitb SVR 4 2 %% 1s3077 {5 CT . TT
AP K 152395309 137 15 GA \AA B 5B 35 L (9] 38 S 2%
N-SVR 4 , 1fif CC B FIl GG B &2 F | ¥ B & & T
N-SVR 4 (P<<0.05), £ W% 3.

%3 SVRFIN-SVRABHEELEMILE
Tab 3 Comparison of baseline information of patients in SVR group and N-SVR group

, _ BMI(x1s), HCV-RNA K KT 3077, (%) 12395309, (% )

I R N e e s T B vy
SVR 4 80(753) 4873 403141248 295217 551089 Q25 40000 14(175) 86000 27(338)  5(62)
NSVRYL  26(243) 14/12 4854+ 1579 23141248 5732097 139) 14(538) 11(423) 5192 15(517)  6(23.)
7 0311 2731 0.129 19266 4853 6.701 13.046 4701 597
P 0580 0.007 0.898 <0001 0.028 0009 <0001 0030 0015

24 EMHCVE2EMRBRTRRNENEERRZNS
EENER
80 14l 345 SVR 35 1 B IR N 2 IR 2 4 Bir 25 SR D
#4 k5, Hp BETER] . BMILHCV-RNA K28 K- |
1s3077 v /5 CC AY 152395309 117 5 GG AU 5 H AR 4
ISP AP N AN B F AR OC (P>0.05) , 4 . rs3077 {37 15
CT.TT LA K 152395309 117 25 GA | AA B 5 H BT #83h
IT IR I B I AR OG (P<<0.05) .
F4 HWMHCVEBEMRBSABTRENENERAEZS
WER
Tab 4 Univariate analysis results of influential fac-

tors for antiviral immune response in HCV pa-

tients

il EIEES HfL(OR) 9% ERFEXE(C) P
R /%) 0.023 1.023 0.986,1.062 0.671
i 0.035 1.036 1.012,1.060 0.003
BMI —0.109 0.897 0.756,1.063 0247
HCV-RNA HZ K F 0.679 1972 1.066,3.649 0311
153077

cc 0873 2304 0915,6.267 0328

CT 0819 2268 1.176,4374 0.047

T 0.195 1215 1.087,1.359 0.029
12395309

GG 0228 1.256 0938,1.682 0.147

GA 0235 1.265 1,002,197 0.032

AA 0.107 L3 1.054,1.176 0.027
#x5 WMHCVEEBEMREEERTERENENZEEZS

hER

Tab 5 Multivariate analysis results of influential fac-
tors for antiviral immune response in HCV pa-

tients

JiH [EIEE OR 95%CI P
Lai 0.127 1.135 1.017,1.267 0.012
153077

CT 0.569 1.766 1.007,3.100 0.039

T 0.249 1.283 1.038,1.585 0033
152395309

GA 0.197 1218 1.011,1.467 0.045

AA 0.098 1.103 1.038,1172 0031

HEZED; 201945 30 5 22 1

3 Tt

HCV R 2Bk T , AR R 2 1.0%, H
Gy IENTEAS Rl AR Y HCV 322 6 i il
By OO PSR L 4 o I 200 Y S 3 440 42 Ml 0 28 ST Rz Ik
T4 B BB, R 2508 & i T W i R © ek
YL HCV B YLtk — 2 T 8 & 8 Ay AR 401 i A AL |
HCC T3zl , 7™ 5 Wiy \BHERRE . B BEIR YT 2 1E B
HCV f1 1%34)7 F B, HiF PEG IFNolk & RBV 4 H i
Il AR AR FHIRATT 6, R84 PEG IFNo+RBV %
FBIBITIG , 2976 50% ~80% I FR & BE 3RS SVR, R T A
WG th , HCV B FE IR T S N 2 52 Z A IR &R 5%
M ARHS (AR ) ot R ABEHCV B3 a1 5
At SVR FE11

FEH Z BV — M E A R s 5 A7
TE W Bl 22 RS B2 1 748 S5 AU B ik R Rl 26 67 S TR, R
FRIGAL 250, Ry MR 2E S B . R 23
Pk — 7 T AT RE -5 A% D8 B J OGIC, 55 — 7 T T RE S
B T B 114 5 DR 2 VTR S T e o I ALk B f R 441
A1 1) 2] 5t S el i e DRI ) B 5 B DR & A MR R 1 7
FU A A IR A AT i 02 B T F B SR I 2 A MR 5 ik
Z—M BREMGE B, 7 F N 195 e o iR IFNLA
HEA 5 AN FRANN G T, HP T3 1AM T 1
) 1s368234815 v/ 5, 5 HCV 2 # B S W 28547 5% AR #E
FAE TI/TT B4 &, TT/TT AU HR & Al 3545 8 & 1)
SVR™, BRiZZAPEAL S A, F5UH 5" & I HLA-DP JE
(2N HCOV B IHMISE . A A4 DP
(HLA-DP) % FA1EST 5 CD4T 40 it o 2 i Bt vk 1) b Jit
{5 G AE R, vl R AR S e g o L, B
AR rs3077 {37 i 5 HLA-DP ZE [ a 8% B9 dm i A5 5% , 24 1Y
A CCHI K27 I, HegmAs i) HLA-DP 25 (15 YRR A 5
TR T rs2395309 13 T HLA-DP KK 3" E4RAS X, 24
P GG R L A 578 I B e M LR mRNA 37 3 i) B
AMVCTL , TS RNA S SUTER R AR R v, i
HLA- 11 S0 23R8 32 B 520 , fe 252 FR B Ui 5 e
PETIRE ; 5 LR B AR AU B A H, 28R R 3 B
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YRR BREE ST TR, o m R AU A g s
FETF U, AR R G0 T HLA-DP R 225 1E%F HCV
8 PEG IFNo+RBV HUR EHIRY T S N 2B 52

AW LA 106 5l HCV & I X1 42, FL 4 PEG
IFNo+RBV $Ui5 81097 J5 , A 80 191 (75.5% ) 314 SVR,
26 1511 (24.5% ) K415 SVR. £ 434 . LA SVR 4 il
N-SVR 41 f8 34 1 JE 28 %9k} A& 8, PR 76 7% 01 L BMIL,
HCV-RNA S K V-4 7 40 8 25 22 5, 1 SVR 41 /&
H AR IS B KT N-SVR 4 . Itk 4b, i8 F Tag-
man-MGB %¢ J¢ 4 £ 52 B % fit PCR 35 X 4 41 /1 3
HLA-DP 3£ 1A 1s3077 . rs2395300 {37 £, 4 43 70 335 47 46 1
gL R, SVR 4] MIN-SVR & HLA-DP 3EIN A w4
D7 B SE R BT R ISR B 25 5% 0 XN R ARIS |
HLA-DP }:[H rs3077 .rs2395309 {7 fi Z Al fig 5 HCV
BEPUREEIRTT PE N B A Ko

BT I SCHRIT AR RIS 2ot TR AR HCV
Al BEFAS W 7 SVR K, H HLA-DP 3£ [F 1s3077 152395309
N Z A PERTRERZ I HCV B3 BFE I 9 AR5
TEFELR ORI LR B 3L -, HE— 2B X o] RESE I HCV %
PUREERYT I N BN R T T Logistic LR ER 2K
Rohr. g5 B/R, F ik [OR=1.135, 95% CI(1.017,
1.267)].HLA-DP 3£ K rs3077 fi 5 CT . TT H4[OR 4351 Ky
1.766.1.283,95%C1435124(1.007,3.100) . (1.038,1.585)]
P J% 1$2395309 177 £ GA . AA BI[OR 4351 47 1.218..1.103,
95%CI143 5> (1.011,1.467) .(1.038,1.172)[#4 H HCV
BPURBHRTT RE N BT fER R 2 (P<<0.05)

ZE Q| FEAEIN 4232 PEG IFNa+RBV HU% £ 17T 1)
HCV &R 2 R T TIR AT, R BLRE AR
W4 5 HAG 7 5 2 5 BE RS SVR B VA ¢ , BRI & 11
SVR 335 8 3 T ik R (P=0.001) , 5AHEGT 45
AL, AR, AT RE R HOV S AR i i o
o 12 T A ARE SR BRAIR 5 S 2 AR BC , DU h A M ik 55
P 2 S P XUt o 2 800 5 e A v 0 R 3 A SR e bt
A R, Iz A S ALRRIR 1k AR i
BRI (40 CDA T 4 A 4% 2 R bk 2 40 Jf 55 ) 0 o 0l
A BT A2 7798055 , AP0 226 T 25 0 i fif FH 5% i
FY 7 AR A7 B — g BRI, B 22 T HUR EEIR YT IRCR,
W 45 W 2 b, A BF 5T 08 & B HLA-DP % [ 1s3077 .
1s2395309 37 5 1) 22 APk 15 £ 3 10 SR g2 I 28 AH O, Frp
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Economic Burden Evaluation of Adverse Events Caused by Antiplatelet Drugs in ACS Patients Using
Markov-Monte Carlo Model

CHENG Yan', TANG Shaoliang’, LI Xin’,ZOU Ying'(1. Dept. of Pharmacy, Nanjing Hospital of TCM Affiliated
to Nanjing University of TCM, Nanjing 210012, China; 2. College of Health Economics and Management,
Nanjing University of TCM, Nanjing 210023, China; 3. School of Pharmacy, Nanjing Medical University,
Nanjing 211166, China; 4. Dept. of Pharmacy, the First Affiliated Hospital of Nanjing Medical University,
Nanjing 210029, China)

ABSTRACT OBIJECTIVE: To provide decision basis for antiplatelet therapy in ACS patients. METHODS: Markov model was
established by collecting the related data in PLATO and TREAR study. Total bleeding risk, major bleeding risk, secondary bleeding
risk and fatal bleeding risk in ACS patients who using ticagrelor or clopidogrel were calculated. Transfer probability, the cost and
utility value between each state were collected and calculated according to previous literatures. The medical expenses of different
methods were calculated by using TreeAge Pro 2011 software to obtain quality-adjusted life years (QALYs) and increment-cost-
effectiveness ratio (ICER). Furthermore, single-factor sensitivity analysis and probability sensitivity analysis were carried out.
RESULTS: The average total cost of ticagrelor group was 66 449.38 yuan, obtaining 7.34 QALYs; the average total cost of
clopidogrel group was 53 846.03 yuan, obtaining 6.68 QALYs. Compared with the clopidogrel group, the ICER of the ticagrelor
group was 19 095.98 yuan/QALYs, that is, for each additional QALY's obtained, the cost of ticagrelor group was 19 095.98 yuan,
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