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Study on Network Pharmacology of Superior Components of Fagopyrum dibotrys

YAN Xueling, SHI Zheng, ZHANG Yun(Sichuan Industrial Institute of Antibiotics & College of Medicine & Key
Laboratory of Coarse Cereal Processing of Ministry of Agriculture and Rural Affairs, Chengdu University,
Chengdu 610106, China)

ABSTRACT OBIJECTIVE: To study the pharmacological effects and possible molecular mechanism of the superior components
in Fagopyrum dibotrys. METHODS: Based on network pharmacology, by selecting DL>0.18 and OB>30% as criteria, superior
components of F. dibotrys were screened out, using the traditional Chinese medicine integrated pharmacology (TCMIP) platform.

Pharm Mapper database was utilized to obtain the potential targets of each components; Kyoto gene and genome database (KEGG)
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signal pathway analysis and gene ontology (GO) bioprocess enrichment analysis were performed for target protein with DAVID
database (all using P<<0.05 as criteria). RESULTS: 15 kinds of superior components [such as quercetin, luteolin, procyanidin B,
(+) catechin and p-sitosterol, etc.] and 114 target proteins (such as estradiol 17-B-dehydrogenase 1, cAMP specific 3, 5-cyclic
phosphodiesterase 4D, vitamin D; receptor, uridine cytidine kinase 2, urokinase triphosphate encoded by HRAS gene, etc.) were
screened out, involving 34 important pathways, like MAPK signaling pathway, VEGF signaling pathway, chemokine signaling
pathway and insulin signaling pathway; among them, 11 were cancer-related pathways, 7 were metabolic-related pathways, 4 were
endocrine-related pathways. The involved molecular functions included steroid receptor activity, ligand dependent nuclear receptor
activity, protein kinase activity, etc.; cell components included cell fluid, cell fragment, soluble part, etc.; biological processes
included the regulation of apoptosis, the process of organic response, the process of endogenous stimulation response, etc.

CONCLUSIONS: F dibotrys may play anti-tumor effects, anti-inflammatory effects, regulation of glycolipid metabolism by acting

on MAPK signaling pathway, VEGF signaling pathway, chemokine signaling pathway and insulin signaling pathway.
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Fig 1 GO annotation diagram of superior compo-
nents of F. dibotrys
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