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Relationship of CYP3A4*18 Gene Polymorphisms with Blood Concentration and ADR of Aripiprazole in
Han Population
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ABSTRACT OBIJECTIVE: To explore the influence of cytochrome P CYP3A4*18 gene polymorphisms on the blood concentra-
tion and ADR of aripiprazole, and to provide scientific grounds for rational drug use in the clinic. METHODS: 84 Han population
with schizophrenia received aripiprazole for 4 weeks (10-30 mg/d). The gene polymorphism of CYP3A4*18 were detected with
PCR-RFLP. The blood concentration of aripiprazole was measured by HPLC after 2 and 4 weeks treatment. And ADR was evaluat-
ed with TESS. RESULTS: Blood concentration-dose ratios of aripiprazole in wild-type carriers were significantly higher than in
CYP3A4*18 variant genotype carriers (P<<0.05). There was no statistical significance in TESS value between the CYP3A4*18
wild-type carriers and CYP3A4*18 variant genotype carriers after 2 and 4 weeks treatment (P>0.05). CONCLUSIONS: The gene
polymorphisms of CYP3A4*18 may influence the blood concentration of aripiprazole, but its relationship with the ADR induced by
aripiprazole can not confirmed. The more large-scale samples are required for further investigation.
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Tab 3 The relationship of the genotypes of CYP3A4*18
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