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Prevention Effects of Physalis alkekengi Extract against Antibiotic-induced Intestinal Microflora Imbalance of
Mice

WANG Chun-yang, WANG Xiao-xin, CAO Xue-jiao, XIN Yi, LI Xin—li(Dept. of Biotechnology, Dalian Medical
University, Liaoning Dalian 116044, China)

ABSTRACT OBIJECTIVE: To study the prevention effect of Physalis alkekengi extracts against antibiotic-induced intestinal mi-
croflora imbalance of mice. METHODS: Mice were given levofloxacin hydrochloride intragastrically on the second day after last
medication, once a day, for consecutive 7 days. 48 BALB/c mice were randomly divided into normal control group, model group,
Lizhu changle group (2 mg/kg) and P. alkekengi high-dose, medium-dose and medium-dose groups (80, 40, 20 mg/kg) ; they were
given relevant medicine intragastrically once a day for consecutive 7 days. Then the feces of mice were collected. After extraction
of bacterial genomic DNA from feces, the fingerprint of intestinal microflora was determined by PCR-DGGE, and the similarity
and the sequence analysis of the dominant bands were carried out. RESULTS: Before intragastric administration of antibiotics, Pre-
votella and Lactobacillus were dominant organisms; the number of Bacillus acidi lactici was increased by high-dose, medium-dose
and low-dose P. alkekengi extract. After intragastric administration of antibiotics, high-dose, medium-dose and low-dose P. alkeken-
gi extract could promote the generation of bacteroid which became dominant organism. CONCLUSIONS: P. alkekengi extract in-
crease the number of Bacillus acidi lactici, and prevent antibiotic-induced intestinal microflora imbalance.
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Fig1 DGGE profile
| .before intragastric administration of antibiotics; N.model group; B.Li-
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tric administration of antibiotics; N’ .model group; B’ .Lizhu changle
group; L' .P. alkekengi low-dose group; M’ . P. alkekengi medium-dose
group; H' . P. alkekengi high-dose group
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Fig 2 Cluster analysis of UPGMA similarity
1 .before intragastric administration of antibiotics; 1I.

after intragas-

tric administration of antibiotics; N.model group; B.Lizhu changle

group; L. P. alkekengi low-dose group; M. P. alkekengi medium-dose
group; H. P. alkekengi high-dose group
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